. L2L analysis of the genes/pathways up-regulated at P28 and 4 mo. (A) L2L analysis of the genes up-regulated in P28 S63del nerves as compared with WT shows an enrichment for the GO categories related to stress response. (B) L2L analysis of the genes up-regulated in 4-mo-old S63del nerves as compared with WT shows an enrichment for the GO categories related to infl ammation. Figure S2 . L2L analysis of the genes/pathways down-regulated in S63del mice at P28 and 4 mo. The bioinformatic analysis of (A) P28 and (B) 4-mo-old S63del sciatic nerve transcriptome confi rmed the enrichment, among the down-regulated genes as compared with WT, for GO categories related to lipid and cholesterol metabolism. Figure S3 . L2L analysis of the genes dysregulated in P0oe sciatic nerves. Microarray analysis was performed comparing gene expression in P28 WT and P0oe sciatic nerves. The up-and down-regulated genes were subjected to L2L analysis. In the up-regulated group (A), the main GO categories were related to mRNA metabolism, whereas in the down-regulated group (B) the main GO categories were related to cell growth and development. Figure S4 . L2L analysis of the genes induced by acute and chronic UPR in peripheral nerve. L2L analysis of the 103 genes (see Fig. 3 A ) that were induced in both chronic UPR (S63del) and acute UPR (tunicamycin injection of P28 WT mice) confi rmed that they were mainly related to ER stress. Tables S1, available as Tables S6, available as an excel fi le, lists the genes that are up-regulated in the mutant nerves and return toward WT levels after the ablation of Chop ("rescued" genes).
